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Development in microarray technology has result in
revolutionary changes in biological research. Using
microarrays, the expression level for thousands of genes
can be monitored simultaneously, providing biologists
with new ways to gain insight into the complex
interaction in living organisms. To do so however,
biologists must first overcome the challenge involved in
analyzing the large and complex datasets that are
generated from microarray experiments. Data mining
research, which focuses on scalable and effective
knowledge discovery from databases, can provide timely
solutions for the biologists in these aspects. In this
proposed seminar, we aim to provide platform in which
various aspects of microarray data analysis will be
introduced. In the first part of the seminar, we will
discuss in layman term how microarray datasets are
generated and used in biological research. We will use
example from the real projects that we participate in to
illustrate the potential of different technologies. In the
second part of the tutorial, we will discuss existing data
mining tools and methods used for analyzing the
microarray data sets and their biological implications.
Finally, we will present a set of open problems and future
research directions for microarray data analysis.

Our goal is to make this tutorial a practical guide for
microarray data analysis while at the same time to
highlight some of the interesting research issues that arise
in mining microarray datasets. Participants without any
exposure to bioinformatics will be able to learn the basic
concepts and techniques of microarray analysis. For those
who are familiar with the technologies, we will offer a
wide range of analysis tools that can be applied to
microarray gene expression analysis. For people that
would like to start research in this area, we would present
a set of open problems and potential research directions.
Previous exposure to some basic knowledge of molecular
biology will be helpful, but not required for the tutorial.
But we will assume audience’s familiarity with basic data
mining concepts.
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